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Base pairing between probe & target
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Figure 3. These fourimages communicate the general mechanizm for oligo synthesis via inkjet printing. A shows the first
layer of nucleotides being deposited on the activated microarray surface. B shows the growth of the oligos after multiple layers
of nucleotides have been precisely printed. G is a close-up of one olign as a new base is being added to the chain, which is
shown in figure D.
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KProbes are selected to be specific to the target gene and
have good hybridization characterictics.
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pixels

border
pixels
exclude

AN

75th percentile
of the 36 pixel
intensities
corresponding
to the center 36
pixels is used
to quantify
fluorescence
intensity for
each probe cell

These values are
called PM values
for perfect-match
probe cells and
MM values for
mismatch probe
cells

PM and MM values are used to compute expression measures for each probe set
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